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Yellow lupin (Lupinus luteus L.) is a prom-
ising legume crop, which is well adapted 
to poor soils, has a good drought toler-
ance and higher seed protein content 
than most legume species. Nonetheless, 
the yellow lupin has almost disappeared 
from the fields in Germany due to high 
susceptibility against the fungal disease 
anthracnosis caused by pathogen Colle-
totrichum lupini.  
A screening for anthracnose resistance of 
the several lupin cultivars revealed a 
polish variety with a high level of re-
sistance to anthracnose. Segregation of 
the anthracnose resistance was assessed 
in a F2 population (n=200). A 3:1 ratio of 
resistant to susceptible plants indicates a 
monogenic dominant inheritance of the 
resistance locus. The corresponding 
resistance gene was previously desig-
nated Llur. Development of resistance 
linked selection markers shall be accom-
plished by methodical combination of 
bulked segregant analysis and NGS-based 
transcriptomic analysis. Therefore artifi-
cially infected leaf segments of resistant 
and susceptible genotypes of a F2 map-
ping population were sampled and 
bulked. RNA was isolated and RNA-Seq 
was performed to reveal the presence 
and quantity of RNA in post-inocluated L. 
luteus plant material. Comparative ex-
pression studies are aimed at identifying 
exclusive transcripts or SNPs in the re-
sistant bulk and thus can be used as reli-
able marker resource for the genetic 
mapping of resistance gene Llur in yellow 
lupin. 
